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Đại học quốc gia Chung-ang, Hàn Quốc 
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5. Nguyen TN, TV Nguyen, TCN Ho, HPT Ngo, HM Nguyen, Le VP, M Konkit, VT Than. 2021. A new 

bacterial soft rot disease of Aloe vera in Vietnam infected by Enterobacter cloacae. Intl J Agric 

Biol. 26:561‒568. 

6. Vu TTH, Yeom M, Moon H, Tran TN, Le VP, Song D. 2021. Characteristics and Pathogenicity of the 

Cell-Adapted Attenuated Porcine Epidemic Diarrhea Virus of the Non-S INDEL Cluster. Pathogens. 

2021 Nov 13;10(11):1479. Corresponding author. 

7. Le TB, Le VP, Lee JE, Kang JA, Trinh TBN, Lee HW, Jeong DG, Yoon SW. 2021. Reassortant Highly 

Pathogenic H5N6 Avian Influenza Virus Containing Low Pathogenic Viral Genes in a Local Live 

Poultry Market, Vietnam. Curr Microbiol. doi: 10.1007/s00284-021-02661-z. 

8. Choe SE, Park GN, Song S, Shin J, Le VP, Nguyen VG, Kim KS, Kim HK, Hyun BH, An DJ. 2021. Efficacy 

of Needle-Less Intradermal Vaccination against Porcine Epidemic Diarrhea Virus. Pathogens. 10, 

1115. https:// doi.org/10.3390/pathogens10091115. 

9. Trinh TBN, Truong T, Nguyen VT, Vu XD, Dao LA, Nguyen TL, Ambagala A, Babiuk S, Oh J, Song D, 

Le VP. 2021. Development of a novel real-time PCR assay targeting p54 gene for rapid detection 

of African swine fever virus (ASFV) strains circulating in Vietnam. Vet Med Sci. doi: 

10.1002/vms3.605. Corresponding author. 

10. Anh NT, Dinh NX, Tuan HV, Thuan TH, Tung LM, Le VP, Tri DQ, Le AT. 2021. Cost-Effective Tween 

80-Capped Copper Nanoparticles for Ultrasensitive Colorimetric Detection of Thiram Pesticide in 

Environmental Water Samples. Journal of Nanomaterials. Article ID 5513401, 10 pages. 

11. Trinh TBN, Le HD, Nguyen TKT, Nguyen VT, Nguyen HM, Muller M, Pham TH, Le VP, Nguyen KNT. 

2021. In vitro antiviral activities of ethanol and aqueous extracts of Vietnamese traditional 

medicinal plants against Porcine Epidemic Diarrhea virus: a coronavirus family member. VirusDis. 

doi.org/10.1007/s13337-021-00709-z. Corresponding author. 

12. Trang NLN, Hoang VT, Dinh NX, Tam LT, Le VP, Linh DT, Cuong DM, Khi NT, Anh NH, Nhung PT, Le 

AT. 2021. Novel Eco-Friendly Synthesis of Biosilver Nanoparticles as a Colorimetric Probe for Highly 

Selective Detection of Fe (III) Ions in Aqueous Solution. Journal of Nanomaterials. Article ID 

5527519, 17 pages.  

13. Dinh NX, Pham TN, Huy TQ, Trung DQ, Tuan PA, Khue VQ, Quy NV, Le VP, Lam VD, Le AT. 2021. 

Ultrasensitive determination of chloramphenicol in pork and chicken meat samples using a 

portable electrochemical sensor: effects of 2D nanomaterials on the sensing performance and 

stability. New Journal of Chemistry. [Epub ahead of print] 

14. Mai NTA, Vu XD, Nguyen TTH, Nguyen VT, Trinh TBN, Kim YJ, Kim HJ, Cho KH, Nguyen TL, Bui TTN, 

Jeong DG, Yoon SW, Truong T, Ambagala A, Song D, Le VP. 2021. Molecular profile of African swine 

fever virus (ASFV) circulating in Vietnam during 2019-2020 outbreaks. Arch Virol.166(3):885-890. 

Corresponding author. 

15. Nguyen VT, Vu TTH, Hoang VT, Nguyen TV, Lam TD, Nguyen KC, Than VT, Le VP. 2020. 

Immunological properties of the chicken egg yolk (IgY) antibodies against Vietnamese cobra Naja 

Naja venom. IOP Conf. Ser.: Mater. Sci. Eng. 991 012012. Corresponding author. 

16. Tran DH, Tran HT, Le UP, Vu XD, Trinh TBN, Do HDK, Than VT, Bui LM, Vu VV, Nguyen TL, Phung 

HTT, Le VP. 2020. Direct colorimetric LAMP assay for rapid detection of African swine fever virus: 



a validation study during an outbreak in Vietnam. Transbound Emerg Dis. doi: 

10.1111/tbed.13879. Corresponding author. 

17. Hoang M, Wu CN, Lin CF, Nguyen HTT, Le VP, Chiou MT, Lin CN. 2020. Genetic characterization of 

feline panleukopenia virus from dogs in Vietnam reveals a unique Thr101 mutation in VP2. Peer J. 

8:e9752. doi: 10.7717/peerj.9752. 

18. Ho TT, Nguyen GT, Pham NB, Le VP, Trinh TBN, Vu TH, Phan HT, Conrad U, Chu HH. 2020. Plant-

derived trimeric CO-26K-equivalent epitope induced neutralizing antibodies against porcine 

epidemic diarrhoea virus. Front Immunol. 11:2152. doi: 10.3389/fimmu.2020.02152. 

19. Van Diep N, Ngoc TTB, Hoa LQ, Nga BTT, Kang B, Oh J, Lan NT, Le VP. 2020. O/SEA/Mya-98 lineage 

foot-and-mouth disease virus was responsible for an extensive epidemic that occurred in late 

2018 in Vietnam. Arch Virol. 165(11):2487-2493. Corresponding author. 

20. Daigle J, Onyilagha C, Truong T, Le VP, Nga BTT, Nguyen TL, Clavijo A, Ambagala A. 2020. Rapid 

and highly sensitive portable detection of African swine fever virus. Transbound Emerg Dis. doi: 

10.1111/tbed.13770 

21. Bui TTN, Bui TAD, Nguyen TL, Osaki M, Kawashima K, Song D, Salguero FJ, Van Phan Le VP. 2020. 

Clinical and Pathological Study of the First Outbreak Cases of African Swine Fever in Vietnam, 2019. 

Front. Vet. Sci. 7:392. doi: 10.3389/fvets.2020.00392. Corresponding author. 

22. Than VT, Choe S, Vu TTH, Do TD, Nguyen TL, Nga BTT, Mai TN, Cha RM, Song D, An DJ, Le VP. 2020. 

Genetic characterization of the spike gene of porcine epidemic diarrhea viruses (PEDVs) circulating 

in Vietnam from 2015 to 2016. Vet Med Sci. [Epub ahead of print]. Corresponding author. 

23. Choe S, Le VP, Shin J, Kim JH, Kim KS, Song S, Cha RM, Park GN, Nguyen TL, Hyun BH, Park BK, An 

DJ. 2020. Pathogenicity and Genetic Characterization of Vietnamese Classical Swine Fever Virus: 

2014-2018. Pathogens. 9(3). Co-first author. 

24. Dung TTN, Nam VN, Nhan TT, Ngoc TTB, Minh LQ, Nga BTT, Le VP and Quang DV. 2020. Silver 

nanoparticles as potential antiviral agents against African swine fever virus. Mater Res Express. 

[Epub ahead of print]. Corresponding author. 

25. Le TB, Kim HK, Na W, Le VP, Song MS, Song D, Jeong DG, Yoon SW. 2020.  Development of a 

Multiplex RT-qPCR for the Detection of Different Clades of Avian Influenza in Poultry. Viruses. 

15;12(1). pii: E100. 

26. Kim HO, Na W, Yeom M, Lim JW, Bae EH, Park G, Park C, Lee H, Kim HK, Jeong DG, Lyoo KS, Le VP, 

Haam S, Song D. 2020. Dengue Virus-Polymersome Hybrid Nanovesicles for Advanced Drug 

Screening using Real-Time Single Nanoparticle-Virus Tracking. ACS Appl Mater Interfaces. [Epub 

ahead of print] 

27. Noh JY, Yoon SW, Kim Y, Lo TV, Ahn MJ, Jung MC, Le TB, Na W, Song D, Le VP, Haam S, Jeong DG, 

Kim HK. 2019. Pipetting-based immunoassay for point-of-care testing: Application for detection 

of the influenza A virus. Sci Rep. 13;9(1):16661  

28. Kim KS, Le VP, Choe S, Cha RM, Shin J, Cho IS, Hung NP, Thach PN, Hang VTT, An DJ. 2019.  

Complete Genome Sequences of Classical Swine Fever Virus Subgenotype 2.1 and 2.2 Strains 

Isolated from Vietnamese Pigs. Microbiol Resour Announc. 30;8(22). pii: e01634-18. Co-first 

author. 

https://www.frontiersin.org/people/u/859722
https://www.frontiersin.org/people/u/857618
https://www.frontiersin.org/people/u/859726
https://www.frontiersin.org/people/u/824633
https://www.frontiersin.org/people/u/132326


29. Le VP, Jeong DG, Yoon SW, Kwon HM, Trinh TBN, Nguyen TL, Bui TTN, Oh J, Kim JB, Cheong KM, 

Van Tuyen N, Bae E, Vu TTH, Yeom M, Na W, Song D. 2019. Outbreak of African Swine Fever, 

Vietnam, 2019. Emerg Infect Dis. 25(7):1433-1435. First author. 

30. Hoang M, Lin WH, Le VP, Nga BTT, Chiou MT, Lin CN. 2019. Molecular epidemiology of canine 

parvovirus type 2 in Vietnam from November 2016 to February 2018. Virol J. 27;16(1):52. 

31. Shin J, Tark D, Le VP, Choe S, Cha RM, Park GN, Cho IS, Nga BTT, Lan NT, An DJ. 2019. Genetic 

characterization of bovine coronavirus in Vietnam. Virus Genes. 2019 Feb 15. doi: 

10.1007/s11262-019-01647-1. 

32. Lim JW, Na W, Kim HO, Yeom M, Park G, Kang A, Chun H, Park C, Oh S, Le VP, Jeong HH, Song D, 

Haam S. 2019. Cationic Poly (Amino Acid) Vaccine Adjuvant for Promoting Both Cell-Mediated and 

Humoral Immunity Against Influenza Virus. Adv Healthc Mater. doi: 10.1002/adhm.201800953. 

33. Kim HO, Na W, Yeom M, Choi J, Kim J, Lim JW, Yun D, Chun H, Park G, Park C, Kim JK, Jeong DG, Le 

VP, Lee K, Lee JM, Jeong HH, Song D, Haam S. 2018. Host Cell Mimic Polymersomes for Rapid 

Detection of Highly Pathogenic Influenza Virus via a Viral Fusion and Cell Entry Mechanism. Adv. 

Funct. Mater. 1800960 

34. Kim HK, Kim HJ, Noh JY, Le VP, Kim JH, Song D, Na W, Kang A, Nguyen TL, Shin JH, Jeong DG, Yoon 

SW. 2018. Serological evidence of H5-subtype influenza A virus infection in indigenous avian and 

mammalian species in Korea. Arch Virol. 163(3): 649-657.  

35. Le VP, Song S, An BH, Park GN, Pham NT, Le DQ, Nguyen VT, Vu TTH, Kim KS, Choe S, An DJ. 2018. 

A novel strain of porcine deltacoronavirus in Vietnam. Arch Virol. 163(1):203-207. First author. 

36. Lyoo KS, Na W, Phan LV, Yoon SW, Yeom M, Song D, Jeong DG. 2017. Experimental infection of 

clade 1.1.2 (H5N1), clade 2.3.2.1c (H5N1) and clade 2.3.4.4 (H5N6) highly pathogenic avian 

influenza viruses in dogs. Transbound Emerg Dis. 64(6):1669-1675. 

37. Lyoo KS, Yeom M, Kim J, Kim D, Ha G, Na W, Le VP, Song D. 2017. Development of rapid 

immunochromatographic strip test for the detection of porcine epidemic diarrhoea virus. Vet Rec. 

181(22): 596 

38. Le VP, Vu TT, Duong HQ, Than VT, Song D. 2016. Evolutionary phylodynamics of foot and mouth 

disease virus serotypes O and A circulating in Vietnam. BMC Vet Res. 12:269. Corresponding 

author. 

39. Do HQ, Trinh DT, Nguyen TL, Vu TT, Than DD, Van Lo T, Yeom M, Song D, Choe S, An DJ, Le VP. 

2016. Molecular evolution of type 2 porcine reproductive and respiratory syndrome viruses 

circulating in Vietnam from 2007 to 2015. BMC Vet Res. 12(1): 256. Corresponding author. 

40. Choe SE, Park KH, Lim SI, Le VP, Hien NB, Thach PN, Phuong le HT, An BH, Han SH, Cho IS, An DJ. 

2016. Complete Genome Sequence of a Porcine Epidemic Diarrhea Virus Strain from Vietnam, 

HUA-14PED96, with a Large Genomic Deletion. Genome Announc. 18;4(1). pii: e00002-16. 

Corresponding author. 

41. Kim YK, Cho YY, An BH, Lim SI, Lim JA, Cho IS, Le VP, An DJ. 2016. Molecular characterization of the 

spike and ORF3 genes of porcine epidemic diarrhea virus in the Philippines. Arch Virol. 

161(5):1323-1328. 

https://www.ncbi.nlm.nih.gov/pubmed/31075078
https://www.ncbi.nlm.nih.gov/pubmed/31075078
https://www.ncbi.nlm.nih.gov/pubmed/31029137
https://www.ncbi.nlm.nih.gov/pubmed/31029137
https://www.ncbi.nlm.nih.gov/pubmed/27855667
https://www.ncbi.nlm.nih.gov/pubmed/27855667
http://www.ncbi.nlm.nih.gov/pubmed/26893409
http://www.ncbi.nlm.nih.gov/pubmed/26893409
http://www.ncbi.nlm.nih.gov/pubmed/26801789
http://www.ncbi.nlm.nih.gov/pubmed/26801789


42. Kim YK, Lim SI, Lim JA, Cho IS, Park EH, Le VP, Hien NB, Thach PN, Quynh DH, Vui TQ, Tien NT, An 

DJ. 2015. A novel strain of porcine epidemic diarrhea virus in Vietnamese pigs. Arch Virol. 

160(6):1573-1577. Corresponding author. 

43. Phan LV, Park MJ, Kye SJ, Kim JY, Lee HS, Choi KS. 2013. Development and field application of a 

competitive ELISA for detection of Newcastle disease virus antibodies in chickens and ducks. Poult 

Sci. 92(8):2034-2043. First author. 

44. Shin JW, Le VP, Than VT, Lim I, Yoon Y, Kim K, Chung SI, Myung SC, Kim W. 2012. Genomic 

characterization of a cell-culture-adapted Korean human G9P[8] rotavirus, CAU05-202. Arch Virol. 

157(4):753-759. 

45. Le VP, Lee KN, Nguyen T, Kim SM, Cho IS, Dinh DK, Nguyen BH, Dong VQ, Park JH. 2012. A rapid 

molecular strategy for early detection and characterization of Vietnamese foot-and-mouth 

disease virus serotypes O, A, and Asia 1. J Virol Methods. 180(1-2):1-6. Corresponding author. 

46. Le VP, Lee KN, Nguyen T, Kim SM, Cho IS, Dong VQ, Dinh DK, Park JH. 2011. Development of one-

step multiplex RT-PCR method for simultaneous detection and differentiation of foot-and-mouth 

disease virus serotypes O, A, and Asia 1 circulating in Vietnam. J Virol Methods. 175(1): 101-108. 

Corresponding author. 

47. Than VT, Le VP, Lim I, Kim W. 2011. Complete genomic characterization of cell culture adapted 

human G12P[6] rotaviruses isolated from South Korea. Virus Genes. 42: 317–322. 

48. Shim JO, Baek IH, Le VP, Ko EM, Seok WS, Uh Y, Kim JK, Ahn SY, Lee HS, Ryoo E, Shim SY, Song W, 

Lim I, Kim W. 2011. Molecular characterization of rotavirus diarrhea among children in South 

Korea: detection of an unusual G11 strain. Arch Virol. 156 (5): 887-892. 

49. Le VP, Kim JB, Shon DH, Chung IS, Yoon Y, Kim K, Chung SI, Lim I, Kim W. 2011. Molecular 

characterization of rare G12P[6] rotavirus isolates closely related to G12 strains from United State, 

CAU 195 and CAU 214. Arch Virol. 156 (3):511-516. First author. 

50. Le VP, Nguyen T, Park JH, Kim SM, Ko YJ, Lee HS, Nguyen VC, Mai TD, Do TH, Cho IS, Lee KN. 2010. 

Heterogeneity and Genetic Variations of Serotype O and Asia1 Foot-and-Mouth Disease Viruses 

Isolated in Vietnam. Vet Microbiol. 145: 220-229. Corresponding author. 

51. Le VP, Jung YC, Kang KS, Lim I, Myung SC, Kim W. 2010. Genetic characterization of norovirus GII.4 

2006b variants from Jeju Island, South Korea. J Med Virol. 82: 1065–1070. First author. 

52. Le VP, Chung YC, Kim K, Chung SI, Lim I, Kim W. 2010. Genetic Variation of Prevalent G1P[8] Human 

Rotaviruses in South Korea. J Med Virol. 82: 886–896. First author. 

53. Shim SY, Jung YC, Le VP, Son DW, Ryoo E, Shim JO, Lim I, Kim W. 2010. Genetic Variation of G4P[6] 

Rotaviruses: Evidence for Novel Strains Circulating between the Hospital and Community. J Med 

Virol. 82 (4): 700-706. 

54. Le VP, Nguyen T, Lee KN, Ko YJ, Lee HS, Nguyen VC, Mai TD, Do TH, Kim SM, Cho IS, Park JH. 2010. 

Molecular Characterization of Serotype A Foot-and-Mouth Disease Viruses Circulating in Vietnam 

in 2009. Vet Microbiol. 144: 58–66. Corresponding author. 

55. Lee HJ, Cho SL, Jung MY, Van Nguyen TH, Jung YC, Park HK, Le VP, Kim W. 2009. Corynebacterium 

doosanense sp. nov., isolated from activated sludge. Int J Syst Evol Microbiol. 59: 2734-2737. 

http://www.ncbi.nlm.nih.gov/pubmed/25864174
http://www.ncbi.nlm.nih.gov/pubmed?term=Phan%20LV%5BAuthor%5D&cauthor=true&cauthor_uid=23873550
http://www.ncbi.nlm.nih.gov/pubmed?term=Park%20MJ%5BAuthor%5D&cauthor=true&cauthor_uid=23873550
http://www.ncbi.nlm.nih.gov/pubmed?term=Kye%20SJ%5BAuthor%5D&cauthor=true&cauthor_uid=23873550
http://www.ncbi.nlm.nih.gov/pubmed?term=Kim%20JY%5BAuthor%5D&cauthor=true&cauthor_uid=23873550
http://www.ncbi.nlm.nih.gov/pubmed?term=Lee%20HS%5BAuthor%5D&cauthor=true&cauthor_uid=23873550
http://www.ncbi.nlm.nih.gov/pubmed?term=Choi%20KS%5BAuthor%5D&cauthor=true&cauthor_uid=23873550
http://www.ncbi.nlm.nih.gov/pubmed/22274623
http://www.ncbi.nlm.nih.gov/pubmed/22274623


56. Le VP, Kim JY, Cho SL, Nam SW, Lim I, Lee HJ, Kim K, Chung SI, Song W, Lee KM, Rhee MS, Lee JS, 

Kim W. 2008. Detection of Unusual Rotavirus Genotypes G8P[8] and G12P[6] in South Korea. J 

Med Virol. 80 (1): 175-182. First author. 

 
 


